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2025 International Symposium on Genomics, Evolution and
Biodiversity
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A total of 101 participants from industry, government, and
academia attended the seminar for discussion and exchange.
Two keynote speeches initiated discussions on Al applications
and plant genomics research. The symposium featured 19
presentations covering research related to animals, plants,
and marine life, with domestic and foreign genome experts
sharing their experiences through oral presentations, poster
sessions, and research exchanges among young scholars and
graduate students. This symposium facilitated mutual
understanding and exchange of ideas among domestic
genomic research teams. Several fish species, trees, and crops
were identified as candidates worthy of genome decoding.
Moving forward, we plan to engage with relevant
stakeholders, propose specific plans, and seek financial
support for these initiatives.



(@) ZEH

SMHR(EAR)

Bt 2012 FEINM B FRMEREEENNE  AFIRERINE
R ZEMMRNERL A - AR SHEAENEESZEY)
ESERMEBEREREELEYNMRE - BREMFE AR50 RIS
ranam o FEUCHENEEB S EYBERNEMENAEREE - RESE
BRERASWRELSERRE - UEBSEERREYI R AL
F - HEEA AR EENERERN - EBRTEmABENERRBH
URESEMLF - AR EBERBAFERNEEHEATZ
B HRENRFYE " EEERERENEEYE, - KGEH
S Rl BGE B MR Bk LIk ER A A R B = (Takashi
Gojobori)igit T4 EEIFEATEZRERESZ ) ; BRMAE
MEEZFRE (Fay-Wei Li)2= " Evolutionary genomics of non-
seed plants, 1EAMHZ@RAOFRZER - UIKBERNINER D BIE
MY ERNEEEER £AREELCEREE - SREBRITEE
A BYEREEEECSEEEEBENITANGMEBEE - £_H
REISR TR M AARSEEMERNRCRE SN AR
o AR AR e A B R ERES -

5t 101 I (E&E 191 ~ SMNEBAE 12 7 - HAREE 311, =
B 147 - BUARRENL 11 fi1); EXE®ETA NIIEMNSE R
#EB 7. iz (ABRC ~ BRC - ICOB ~ IMB - IPMB) - & KE(E
mA - =25 BYREMER ERRBEHAREYESEUERE -
BERBRT - ERRELRT - EmRER  ERBEBE(CEYEMNE
P~ hEARB(LIERIERE LR - Baik - REEZR) . GEBEX
B(BE& - IGPM), &XBFR(BEMRE) - PLURB(EYRIE
= BIREDR)  QltRIRKB(ECEEBE TR - AL
REBEMBE - ENBETREER) BUaAB(EMRER) - B
ERB (D FHEMREMARRN) - EERFABKERERR) -
I REB

#BUGENL: BFEE T - BXREl(REabRrh, KEDERF, 8E
AERAT, EPERENRYS, BEHNREES, RKFREIUR
5, EEEEEUNRS, MERRFENRRS, BBWER, £3K
MR ~ BXERME R EREMEPR O

#2£5%: Antec Bioscience ~ EEER5EHT - (AREDRIR

am



#B45h. SOKENDAI (Research Center for Integrative
Evolutionary Science) - University of Florida (College of
Veterinary Medicine)
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Takashi Ph.D.in (a) 2007 FIEREREFE R SRR 12 (b) RCTRE A aniet
Gojobori Theoretical Distinguished  Professor, KAUST (King B RIUEE
Population Abdullah University of Science and
Genetics, Technology); (c) Director-in- General, Marine
Kyushu Open Innovation Institute (MaOl Institute),
University Shizuoka, Japan; (d) Distinguished Guest

Research Professor, Waseda University,

Tokyo, Japan; (e) Emeritus Professor, National

Institute of Genetics, Mishima, Japan; (f)

Emeritus Professor, School of Science, The

Graduate University for Advanced Sciences,

Hayama Japan; (g) 2012-2017: Project Professor,

The University of Tokyo

Fay-Wei Li Ph.D., (a) 2023 — Associate Professor, Boyce Thompson Associate

Department of Institute; (b) 2023 — Adjunct Associate Professor, Professor, Boyce
Biology, Duke Plant Biology Section, Cornell University; (c) 2017 - Thompson
University Assistant Professor, Boyce Thompson Institute; (d) Institute, Cornell

2017 — Adjunct Assistant Professor, Plant Biology University

Section
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PhD, Graduate
School of
Information
Science and
Technology,
Tokyo Institute
of Technology

PhD: Dept. of
Plant Biology,
Univ. lllinois,

Urbana-

Champaign

Cornell
University
Animal Behavior
Ph.D., Aug.2003-
Jan.2009

Ph.D.,
Bioinformatics
and Population
Genomics,
Imperial College
London, UK
Ph.D. in Marine
Biology, Scripps
Institution of
Oceanography,
University of
California, San
Diego, La Jolla,
California, USA

(a) 2022 Apr -present Professor, Graduate School of
Agricultural and Life Sciences, The University of
Tokyo; (b) 2019 Apr -2022 Mar Associate Professor,
Department of Marine Biology and Environmental
Sience, Faculty of Miyazaki, University of Miyazaki;
(c) 2014- Apr 2019 Mar: Associate Professor,
Organization for Promotion of Tenure Track at
University of Miyazaki; (d) 2011 May - 2014 Mar:
Assistant Professor, Department of Marine Biology
and Environmental Sciences; Faculty of Agriculture,
University of

(a) 2008-present: Manager, NGS High Throughput
Genomics Core Facility, Academia Sinica; (b) 2011-
2015: Assistant Research Specialist, Biodiversity
Research Center, Academia Sinica; (c) 2015-2021:
Associate Research Specialist, Biodiversity Research
Center, Academia Sinica; (d) 2021-present: Senior
Research Specialist, Biodiversity Research

Center, Academia Sinica

(a) Aug.2010-Jan. 2015 Assistant Research Fellow,
Biodiversity Research Center, Academia Sinica; (b)
Jan.2016- Jan 2021 Associate Research Fellow,
Biodiversity Research Center, Academia Sinica; (c)
Aug. 2017- Oct. 2019 Coordinator, Biodiversity
Program/International Graduate Program,
Academia Sinica, Taiwan; (d) Mar. 2018- Oct. 2019
Deputy Director, Biodiversity Research Center,

(a) Research Fellow, 2022-Present, Biodiversity
Research Center Academia Sinica; (b) Associate
Research Fellow with tenure, 2019-2022,
Biodiversity Research Center Academia Sinica; (c)
Assistant Research Fellow, 2015-2018, Biodiversity
Research Center Academia Sinica

(a) 2022-present. Research fellow, Institute of
Cellular and Organismic Biology, Academia Sinica,
Taipei, Taiwan; (b) 2016-2022. Associate research
fellow, Institute of Cellular and Organismic Biology,
Academia Sinica, Taipei, Taiwan; (c) 2007-2016.
Assistant research fellow, Institute of Cellular and

Organismic Biology, Academia Sinica, Taipei, Taiwan

Professor,
Graduate School
of Agricultural
and Life Sciences,
The University of
Tokyo

Research
Specialist Sr.,
Biodiversity
Research Center
(BRC), Academia
Sinica

Research Fellow,
Biodiversity
Research Center,

Academia Sinica

Research Fellow,
Biodiversity
Research Center,

Academia Sinica.

Research fellow,
Institute of
Cellular and
Organismic
Biology,
Academia Sinica,

Taipei, Taiwan
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Ph. D., Institute
of Genetics,
National Yang-
Ming University
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Ph.D.,
Department of
Plant Pathology,
National Chung-
Hsing University,
Taiwan

Ph.D.,
Department of
Biology, Duke

University

PhD, Institute of
Molecular and

Cellular biology,
National Taiwan

University
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(a) Discipline Coordinator, Division of Agricultural

Resources, National Science and Technology

Council, Taiwan; (b) Distinguished Professor,

Department of Biotechnology and Bioindustry

Sciences, National Cheng Kung University, Taiwan;

(c) Director, University Center for Bioscience and

Biotechnology, National Cheng Kung University,

Taiwan; (d) Director, Agriculture Biotechnology

Research Center, National Cheng Kung University,

Taiwan

(a) FEZEES MEsliapT Fr& (2023.08-3R(L);
(b) TEBEREEZ B GMESERAT Fri

(2021.02-2023.07);

TGS £ (2014.08-2021.01); (d) [ET7 Hh L AEE
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(1991.10-1992.06);

(a) Professor, 2012 — present, School of Forestry

and Resource Conservation, National Taiwan

University, Taiwan; (b) Department Chair 2019-

2022, School of Forestry and Resource

Conservation, National Taiwan University, Taiwan

(a) 2024—current Professor, National Taiwan
University; (b) 2020-2024 Associate Professor,

National Taiwan University; (c) 2016—2020 Assistant

Professor, National Taiwan University

(a) 2024/02 ~ Present Professor, Department of
Molecular Biology and Human Genetics, Tzu Chi
University; (b) 2016/8 ~ 2024/01 Associate

Professor, Department of Molecular Biology and

Human Genetics, Tzu Chi University; (c) 2010/02 ~
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Distinguished
Professor and
Director,
Department of
Biotechnology
and Bioindustry
Sciences, National
Cheng Kung

University
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Professor, School
of Forestry and
Resource
Conservation,
National Taiwan
University, Taiwan
Professor,
Institute of
Ecology and
Evolutionary
Biology, Institute
of Plant Biology
National Taiwan
University
Professor,
Department of
Molecular Biology
and Human
Genetics, Tzu Chi
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Ph.D., Institute
of Plant Biology,
National Taiwan

University

Ph.D., Genetics,
Purdue
University

National Taiwan
University
Institute of
Zoology (Ph.D.)

2016/07 Assistant Professor, Department of
Molecular Biology and Human Genetics, Tzu Chi
University; (d) 2007/02 ~ 2010/01 Assistant
Professor, Department of Life Sciences, Tzu Chi
University

(a) 2024.08~now Associate Professor, Department
of Biotechnology and Bioindustry Sciences,
National Cheng Kung University (NCKU); (b)
2021.09~now Executive Supervisor, Taiwan
Metabolomics Society (TMS); (c) 2020.08~2024.07
Assistant Professor, Department of Biotechnology
and Bioindustry Sciences, National Cheng Kung
University (NCKU); (d) 2016.02~2020.02 Adjunct
Assistant Professor, Department of Bioscience and
Biotechnology, National Taiwan Ocean University
(a) 2019—present Assistant Research Fellow,
Biotechnology Center in Southern Taiwan
(BCST),Agricultural Biotechnology Research Center
(ABRC), Academia Sinica, Taiwan; (b) 2019—present
Adjunct Assistant Professor, National Cheng Kung
University, Taiwan; (c) 2014—2019 Assistant Project
Scientist, University of California, Los Angeles
(UCLA)

(a) 2019.02~present, Assistant Professor,
Department of Biotechnology and Bioindustry
Sciences, National Cheng Kung University; (b)
2012.08~2019.01, Postdoctoral Fellow , Institute of

Oceanography, National Taiwan University

University

Associate
Professor,
Department of
Biotechnology
and Bioindustry
Sciences, National
Cheng Kung
University (NCKU)

Assistant
Research Fellow,
Biotechnology
Centerin
Southern Taiwan
(BCST),
Agricultural
Biotechnology
Research Center
(ABRC), Academia
Sinica, Taiwan
Assistant
Professor,
Department of
Biotechnology
and Bioindustry
Sciences, National
Cheng Kung

University



2025ISGEB Conference Agenda

Venue: Auditorium, 1st Floor, Interdisciplinary Research Building

Day 1: 2025/3/1

2 (Wednesday)

Time Speaker Title

08:40- Registration

09:10-09:30 | Opening Wen-Hsiung Li / Benny Kwok Kan Chan
Remarks

Keynote 1 (Ch

air: Wen-Hsiung Li)

09:30-10:20

Takashi Gojobori

K1: Green Innovation with Al and Genomics
-New-Generation Bioreactor Development -

10:20-10:40 Tea Break (Group Photo)

Session 1: Young Faculty Talks (Chair: Lie-Fen Shyur)

10:40-11:05 | Chia-Yi Cheng LO1: Predictive Genotype-Phenotype Relations
Using Genetic Diversity in Solanaceae Plants

11: 05-11:30 | Hsiao-Pei Lu L02: Marine Plankton Diversity Revealed by
Universal DNA Barcoding

11:30-11:55 Jer-Young Lin L03: Genome-wide Dynamics of Histone
Modifications During Soybean Seed Development

11:55-13:00 | Lunch C101 room

12:30-14:00 Poster Session PCI1-PC6, PN1-PN4

Session 2: Plant Genomes and Ap

lications (Chair: Jei-Fu Shaw)

14:00-14:25 | Fang-Hua Chu L04: Genetic Diversity of Taiwan Endemic Tree
Species for Specialized Products

14:25-14:50 | Yao-Cheng Lin LO5: Transposable Elements Drive Evolution and
Perturb Gene Expression in Brassica

14:50-15:15 | Cheng-Ruei Lee | L06: The Domestication and Expansion of Adzuki:

Evidence from Population Genomics

15:15-15:35 Tea Break

Session 3: Ecological and Evolutionary Genomics (Chair: Chang-Hung Chou)

15:35-16:00 | Nina Yasuda LO7: Ecological Genomics: Revealing the Hidden
Diversity and Ecology of Marine Life Through Field
Research, Molecular Ecology and Beyond

16:00-16:25 | Isheng Jason Tsai | LO8: Disentangling the Evolutionary History of

Yeasts near its Geographical Origin

Session 4: Omics Technology (Chair: Chang-Hung Chou)

16:25-16:50 | Mei-Yeh Lu L09: Advanced Genomics Technologies and
Applications
16:50-17:15 | Ming-Der Lin L10: The Genomic Landscape of Forcipomyia
taiwana: A Distinct Olfactory Repertoire in
Ceratopogonid Biting Midges
17:50- Dinner Invited only




Day 2: 2025/3/1

2025ISGEB Conference Agenda
Venue: Auditorium, 1st Floor, Interdisciplinary Research Building

3 (Thursday)

Time Speaker Title

08:30- Registration

Keynote 2 (Chair: Fuh-Jyh Jan)

09:00-09:50 | Fay-Wei Li K2: Evolutionary Genomics of Non-seed

Plants

09:50-10:00 Tea Break

Session 5: Animal Genomes and Evolution (Chair: Jen-Leih Wu)

10:00-10:25 | Yi-Hsien Su L11: Comparative Genomics and the
Evolution of Deuterostomes

10:25-10:50 | Sheng-Feng Shen L12: Genomic Insights into the Distinct
Evolutionary History and Conservation of
Formosan Landlocked Salmon

10:50-11:15 Chang-Wen Huang L13: Genomic Innovations in Tilapia:

Enhancing Aquaculture Through Precision
Breeding

Session 6: Student and Postdoc Competition (Chair: Pei-Wen Hsiao)

11:15-11:30

Puyam Tondonba Singh

OP1: Reduced Expression of Calcium Pumps
Augments Banana Resistance to Fusarium Wilt
Tropical Race 4

11:30-11:45

Jui-Hung Tai

OP2: Massive Chromosome Fission and
Speciation in Asian Stream Chub: Integrating
Kinetochore Reproduction Theory with
Transposable Element Dynamics

11:45-12:00

Benjamin Boumard

OP3: Genomics informs the regulation of
complex life cycles in the medusozoan Aurelia

12:00-12:15

Hien Quang Kha

OP4: CRISPRON: An Optimized
Convolutional Neural Network Framework for
Accurate Prediction of CRISPR/Cas9 Repair
Outcomes in Primary Human T Cells

12:15-12:30

Ky Phat Nguyen

OPS:  Transcriptomics-Metabolomics
Interaction Network Analysis for Diabetes-
Complicated Tuberculosis Biomarker Discovery
and Validation

12:30-13:50

Lunch

C101 room: Insight into Plant and Animal
Genomics: Highly Accurate Long-Read
Sequencing with State-of-the-Art Library
Prep technology




2025ISGEB Conference Agenda
Venue: Auditorium, 1st Floor, Interdisciplinary Research Building
Day 2: 2025/3/13 (Thursday)

Session 7: Brainstorming Session (in Chinese): “ & {7 7k F1 8 j2 45 i 5 44
(Moderator: David Sheng-Yang Wang)

13:50-13:55 |22 Introduction

13:55-14:10 | Panelist A: % 3 % BS1: &7 5 FIRE %A chd A

14:10-14:25 Discussion A

14:25-14:40 | Panelist B: 1 7 # BS2: @B {FAFIREE L AN

14:40-14:55 | Discussion B

14:55-15:10 Tea Break

15:10-15:25 | Panelist C: 2 3 BS3: EFATFIREfEE L AR T

15:25-15:40 | Discussion C

15:40-16:00 | General discussion

16:00-16:20 | Closing Remarks Awards and Closing Ceremony

Session 8: Hands-on workshop

15:10-17:10 | Isheng Jason Tsai L14: Hands-on Workshop on Computational
Skills for Omics

Poster Session: 3/12

12:30-14:00

Chong-Wei Lee

PC1: Genetic Structure and Phylogenetic Analysis of 183 Sweet
Potato ([pomoea batatas) Germplasm from TARI Chiayi Branch

Hsuan-Wei Kao

PC2: Improved Phenotype Prediction in Eggplant: Neural
Network-Based Morphology Classification and Beyond

Guan-Rou Huang

PC3: Genomic Analysis of Environmental Bacterial Strains
Resistant to Itaconic Acid from Sizihwan Bay

Yu-Ren Wang

PC4: Comparative Genomics and Population Genetics of African
Sacred Ibis in Taiwan

Thi-My-Trang Luong

PC5: Machine Learning-Driven Biomarker Discovery for
Endometrial Cancer Subtyping: Integrating Proteomics with
Explainable Al

Xuan-Lam Bui

PC6: Predicting Tumor Mutational Burden in Endometrial
Cancer Using Proteomics and Machine Learning: A Step Toward
Precision Oncology

Hung-Wei Chen

PN1: Genome Assemblies and Population Genomics of two
Castanopsis Species (Family: Fagaceae)

Chia-Hsuan Sung

PN2: Studies on the Genetic Diversity of Farmed Taiwanese
Hard Clams (Meretrix taiwanica) in Taiwan

Kiran Kumar Eripogu

PN3: The Evolution, Pathogenicity, and Biosynthetic Potential of
Genus Nocardia

Yu-Hsuan Huang

PN4: Speciation and Host Usage of Fire Coral-Associated
Barnacle Wanella milleporae (Thoracicalcarea: Wanellinae) in
Indo-Pacific Oceans
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2025/3/12 Session 1: Young Faculty Talks (Chair: Lie-Fen Shyur)




| k

2025/3/12 Session 4: Omics Technology (Chair: Chang-Hung Chou)




2025/3/13 Fay-Wei Li EREES -

)
A

| 2025 BERS.BLREMSIEEARRNE |

International Symposium on Genomics,Evolution and Biodiversity

2025/3/13 Session 7: Brainstorming session: B3 & X2z %E’JZ"%%E BEXEE
EA2iR - E—HBRAZR AR Fay-Wei Li (EBIEE) « 30 (FPBfr L) « BRRER(E
U RINAKRBEY RN A EER B R FISZED) - 2 (RFEEMERERFIAR) - 7
(5 (B P ELRBHRMEB LR L B RHEHIRFEIFNEXREBRERERRR) -




2025/3/13 Session 7: Brainstorming session: ESERERENEEYB-BEXEH
Graatam o /o FEBARE B (REBMED R R) - TG (E PR AE
MME%N\%%HE%&%EJ%—%E%IB’zﬂﬁmﬁﬁﬁ) - BRERRR (B IR B EY R
,\1—$ﬂﬁ%\%ﬂ5$ﬁl}x) B%Eﬁm(lﬁﬁklbj(ﬂiwﬂﬁﬁ/—i %ﬂ ZEIZE) -

\

2025/3/13 Session 8: Hands-on workshop
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